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Reference:

Genome-wide meta-analyses identify multiple loci associated with smoking behavior.
Tobacco and Genetics Consortium 2010
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Reference:

Modulation of “Protective” Nocotine Perception and Use Profile by Flavorants:
Preliminary Findings in E-cigarettes. / DeVito EE et al. 2020
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Reference:

Genome-wide association analysis on five isolated populations identifies variants of
the HLA-DOA gene associated with white wine liking. / Pirastu N et al. 2015
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Reference:

Can Your DNA Influence Your Bet-placing? The Impact of Cannabinoid Receptor 1
Gene on Gambling Tasks. / Qin H et al. 2018
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